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SERVICES 
The APCB was established as a prospective collection of biospecimens from men 
treated surgically for localised prostate cancer. Diversification of the collection has 
enabled the APCB to offer unique services, such as tailored boutique 
collections of aggressive disease, incorporation of data into clinical registries, 
partnering with body bequest donor programs to bank metastatic material, and 
banking material from clinical trials.  
 

FUTURE OUTCOMES 
v  Ensuring collection and banking methods remain relevant to research 

needs 
v  Continually improve collection processes to ensure that quality of both 

sample metadata and tissue is at the highest level possible 
v  Ensure the governance of the resource is clearly defined and there is 

alignment with key stakeholders on its strategic direction 
v  Continually engage with stakeholders at all levels to ensure the bank 

is viewed as a vital resource for the community and its role in 
supporting prostate cancer research is well understood 

v  Maintaining a national and international profile to ensure the bank 
remains a world renowned resource for prostate tissue collection, 
storage and provision 

 
The rich source of information held within the APCB potentially holds 
the key to improving our understanding of prostate cancer. 
 

THREE EXAMPLES OF RESEARCH CONTRIBUTIONS  
 
 

BACKGROUND 
The Australian Prostate Cancer BioResource (APCB) facilitates the collection of 
tissue and blood samples to support cutting edge prostate cancer research. 
The APCB is dedicated to improving outcomes for men with prostate cancer. 
The APCB database includes patient demographics, disease stage, and other 
clinically valuable information. 
 

Visit our website www.apcbioresource.org.au 

RESEARCH OUTCOMES  
Over the last decade the APCB has:  
v  More than 6,000 men with prostate cancer who have donated over 150,000 

tissue samples to enable better health and wellbeing outcomes through 
research for all men 

v  Distributed over 9,000 tissue samples to enable 100 research programs both 
nationally and internationally,  

v  Contributed Australasian cohorts to the  
•  PRACTICAL Genome Wide Association Study (GWAS) which is 

investigating prostate cancer risk and SNP biomarkers of aggressive 
disease  

•  the Irish Biomarker Consortium for validation cohorts for newly 
discovered serum and plasma biomarker panels, and  

•  the Movember Global Action Plan Initiative (circulating tumour cells (CTC) 
and exosomes initiatives in Australia 

v  Formed a partnership with the QUT Body Bequest program and the 
Australian Prostate Cancer Research Centre QLD to bank tissue samples 
from men with advanced metastatic disease   

v  Collaborated with the ANZUP Cancer Trials Group to provide biobanking 
expertise and infrastructure to the Trans-Tasman Radiation Oncology Group 
Phase lll multi-centre Radiotherapy-Adjuvant Versus Early Salvage (RAVES) 
trial.  

v  More than 30 scientific publications utilising tissue samples from the APCB  
 
 

Figure 1a: The APCB provided a 
progressive tissue microarray to 
investigate caveolin-1 as a potential 
biomarker for advance prostate cancer 
(Moon et al., Oncogene 2013) 

Figure 2a-d: Tumors from men with 
localized prostate cancer established 
for 8 weeks in host mice. (A) Dual 
immunohistochemistry of luminal 
marker CK8/18 (red) and basal marker 
p63 (brown) shows presence of 
malignant foci (CK8/18+p63− 
structures) in xenografted specimens. 
(B to D). High-power micrographs 
demonstrating that tumor foci have 
prominent macronucleoli identified by 
hematoxylin and eosin (H&E) stain 
(arrows; (B), AR (C), and PSA (D). 
(Toivanen et al., Sci Transl Med 2013) 

Figure 3: Manhattan plot showing miRSNP association with prostate cancer risk. Twenty two 
miRSNPs representing 16 genes were found to be associated with risk of prostate cancer. 
The 10 most significant SNPs are labelled, those bolded were selected for validation studies 
(Stegeman et al., Cancer Discov 2015)    
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